The complete mitochondrial genome of Hylarana guentheri (Amphidia, Anura, Ranidae).
The complete mitochondrial genome of Hylarana guentheri was determined. This mitogenome was 19,053 bp in length, containing 13 protein-coding genes, 2 rRNA genes, 22 tRNA genes, and a control region (CR). The following three distinctive features were observed: there was an additional non-coding region of 561 bp between nad5 and nad6; four different tandem repeats were characteristic of the CR region for this species; a pseudogene of tRNA-His (trnH) was found in the CR downstream region.